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In the Claims ; 

Claims 1-131. (Cancelled) 

Claim 1 32.(Currently Amended) A fusion protein comp risi ng a boiling 
stable polypeptide fused to an additional po l ypeptide, said boiline stahle p rntrin 
haying an amino acid sequence at least 65 % id e ntical to SEP ID NO:2 as determined 
using the BestFit software of the Wisconsin sequence analy sis package, nnlirinp th» 
Smith and Waterman algorithm, where gap creation penalty equals 8 and pap 
extension penalty equals 2, said protein ha v ing at least on e conserved ami™ arid 
sequence in at least one region corres ponding to amino acids 9-11. 47*49 and/or 61- 
75, of SEQ ID NO:2, wherein said additio n al polypep tid e is selected from the group 
consisting of an aggregating protein, a m e ssenger protein, a messenp e.r pmtem 
receptor protein, a protein of an agent of a n infectious disease, a protein of an agent of 
a non-infectious disease, an interferon p rotein, an interferon receptor protein, a 
protein antigen, a growth factor protein, an e n zyme protein and a heterologous p rotein 
of transformed cells .An isolated boiling stable polypeptide having a ohaporonc liko 
activity. 



Claim 133. (Currently Amended) The fusion protein of c laim 132. wherein 
said boiling stable pr otein is at least at least 75 % identical to SEP ID NP:2 Fhe 
polypeptide of olaim 132, encoded by a polynucleotide having a sequence at least 60 
% idonttcal with SEQ IP NPo:l, 5, 6, 31, 39 or 40, as dotorminod using tho BestFit 
software of the Wisconsin soqucnoo analysis paoleago, utilizing th e Smith and 
Waterman algorithm, whore gap weight equals SO, length weight equals 3, avera g e 
match equals 10 and avc 

Claim 134. (Currently Amended) The fusion protein of claim 132. wherein 
said boiling stable prot ein has an amino acid sequence at least 80 % iden t ical to SEP 
IDNQl2 Thc polypeptide of claim 132, having a sequence at least 60 % homologou s 
to SEQ ID NCs:2 or 35, as dotormincd using tho DostFtt ooftwaro of tho Wioconsin 
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soquenco analysis package, utilizing tho Smith and Watemaa algorithm, where gap 
croation penalty oquolc 8 and gap exton-iton penalty oquolu 2. 

Claim 135. (Currently Amended) The fusion nrntejn of claim 132 wherein 
said boiling stable protein has an ami™ *r \ d sequence at least 85 % identical to SEP 
jDNO ZThe polypeptide of claim 132 which is notify an oligomei. 

Claim 1 36. (Currently Amended) The fusion nrotein of claim 132. wherein 
saj d boilinR stable protein has an amino aci d sequence at least 95 % identical to SEP 
jDNPj 2?he polypeptide ! of claim 132, wherein paid chaporono like aotivity includes 
he at s tabilization of protoins. 

Claim 137. (Currently Amended) The fusion protein of claim 132 wh^n 
said boiling stable protein has an a m ino acid sequence as set forth in SRQ Tn 
NPjZ An isolated detergent s t able polypeptide having a chaporono like activity. 

Claim 138. (Currently Amended) The fusion protein of claim 1 32. wherein 
sajd aggregating protein is a beta amvloid.Thn polypeptide nf eieam 1 V cnnodoJ lj a 
polynucleotide having a sequence -it imrf tfft % jdeatieal wife SFQ ID HO:: 1, 5, 6, 31, 
3 9 or 10, as determined using tho BostFit software of the Wisconsin scquenco anolyois 
packttgo, utilizing tho Smith and Waterman algorithm, where gap weight equals 50, 
length weight e qual s 3, average match cqualo 10 and average miomatoh oquala p. 

Claim 139. (Currently Amended) The fusion protein of claim 1 32 , wWin 
said messenger protein is a cvtokineTh o polypeptide of claim 137, having a sequence 
at least 60 % homologous to SEQ ID NOo:2 or 35, as determined using tho DcatP tt 
software of tho Wisconsin sequence a n al ysis paclcago, utilizing tho Smith and 
Waterman algorithm, whore gap creation penalty equals 8 and gap extension ponalty 
eq ual s 2. - 
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Claim 140. (Currently Amended) The fusion protein of claim 132, uA^n 
§aid messenger protein receptor protein j s a cytokine recep tor T hn pn^ ^, 
claim 1 37 which is natively on oligomer 

Claim 141 . (Currently Amended) The fusion protein of claim 132. wherein 
sai d protein of agents of infectious disease is a bacterial exported p ntrin fr»m 
pneumococci or streptococcic * polypoptide of claim 137, wherein caid chap cio nc - 
like activity includes hoat stabilization of proteins. 

Claim 142. (Currently Amended) The fusion protein of claim 132. wh erein 
said protein of agents of infectious dise ase is a nrotein of hepatitis B and transmiss ible 
ga stroenteritis.An isolated protease rooistant polypeptide having a chaporonc like 
activity ; 

Claim 143. (Currently Amended) The fusion protein of claim 132. wherein 
said protein of agents of infectious disease is a protein of protozoa and h elminthesJh* 
polypeptide of claim 1 12 encodod by a polynucleotide having a sequence at least 60 % 
identical with SEQ ID NOa;l, 5, 6, 34, 39 or 40, as determined uoing the DcstFk 
ae nware of the Wipconoin sequoncc analysis package, utilising tho Smith and 
Waterman algorithm, whore gap weight equals 50> length weight equals 3, avoiagc 
match oqualo 10 and avoragc mismatch equate - 9. 

Claim 144. (Currently Amended) The fusion protein of claim . 1 32. wherein 
said protein of non-infectious diseases is a n autologous tumor cell protein or epitope 
ftgreof The polypeptide o f claim 1 12, having a Goquoneo at leant 60 % homologous - to 
SEQ ID NOo:2 or 35, ao d e termined using tho DootTit software of the Wiaoonoin 
soquonco analysis package, utilizing tho Smith and Waterman algorithm, whore gap 
creation penalty oquals 8 and gap extension penalty oqualo 2i 
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Claim 145. (Currently Amended) The fusion prote in of claim m, 
said protein of non-infectious diseases, suc h as noorlv antigenic autobus tumor cell 
proteins or any of their epitopes, interf e rons and tW receptor p teincib. 
polypoptido of claim 1 4 2 which is nativoly an oligomor. 

Claim 146. (Currently Amended) The fusion p rotein of claim 1 V , wherein 
said enzyme is selected from the group c o nsisting nf a glvcosil-hvdrolas* , a 
peroxidase, a transferase, a kinase, a phosphatase, a sulfat*.« g . a ligase. a morrirtion 
enyyme, a reverse-transcriptase and a nucleic add nolvmem^. TT,p fi^on nmte j n of 
claim 171, wherein said boiling stable protein i s at least at least 7 5 % identical to SKf? 
ENQ gT h * polypeptide of claim 112, wherein said ohap&iono like activity includes 
heatotabilization of protoiiu.. 

Claim 147. (Cancelled) 

Claim 148. (Withdrawn) A fusion protein comprising a denaturant stable 
and/or protease resistant polypeptide having a chaperone-like activity fused to an 
additional polypeptide. 

Claim 149. (Withdrawn) The fusion protein of claim 148, wherein said 
denaturant stable and/or protease resistant polypeptide having said chaperone-like 
activity is fused to said additional polypeptide via a peptide bond. 

Claim 150.(Withdrawn) The fusion protein of claim 148, wherein said 
denaturant stable and/or protease resistant polypeptide having said chaperone-like 
activity is fused to said additional polypeptide via a cross-linker. 



Claim 151. (Withdrawn) The fusion protein of claim 148, having an 
oligomeric form. 
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Claim 152. (Withdrawn) A pharmaceutical composition, comprising, as 
an active ingredient, a denaturant stable and/or protease resistant protein, said 
denaturant stable and/or protease resistant protein having a chaperone-like activity, 
and a phannaceutically acceptable carrier. 

Claim 153. (Withdrawn) The pharmaceutical composition of claim 151, 
wherein said pharmaceutical composition is packaged in a package and identified in 
print for use in a wound healing application. 

Claim 154. (Withdrawn) The pharmaceutical composition of claim 152, 
wherein said pharmaceutical composition is packaged in a package and identified in 
print for use in a strengthening and/or grooming hair, nail or skin application. 

Claims 155470. (Cancelled) 

Claim 171. (Currently Amended ) The fusion protein of claim 1 & w^Pin 
sa id protein antigens are selected from the omnp consisting of insulin, a gastrin „n 

opiod, calcitonin and a malari,! bjooa^gtagg mtijm , \ A nion p rn t njn prisin g ( h e 

boiling otable polypeptide havinp a ohnpomnr. i.im activity ?f rln i m 132 fa ce d to on 
additional polypoptido. 

Claim 1 72. (Currently Amended ) The fusion protein of claim 1 32. wherein 
said additional polypeptide is a CBD polvp eptiHp. Th» faabn protein rf rlaim 171, 
having an oligomcrio form . 



Claim 173-176. Canceled 



